INTRODUCTION
The Euphorbia resinifera is one of the specific and endemic plants of Moroccan Atlas Mountains (Picture 1). Generally, the Euphorbia plants have high adverse effect level (due to the Latex component, which is a powerful alkaloid), so they has been studied for their antifungal and antibacterial properties ( . Furthermore, the low pH, the low water activity and the high sugar content of undiluted honeys prevent the growth of many species of microorganisms (Snowdon and Cliver, 1996, Snowdon, 1999) . In consequence, Euphorbia honey can be expected to contain a small number and limited varieties of microorganisms. It can be noted that vegetative forms of human disease-causing bacteria have not been found in honey and, as bacteria do not replicate in honey, a high count of vegetative bacteria is indicative of a recent contamination from a secondary source In the present work, microbiological profile of thirty-seven samples of labeled honey were collected in a Protected Geographical Indication "PGI" area of Tadla-Azilal region, which is an endemic zone of Euphorbia resinifera plant. A profile was assessed using conventional microbial methods, like enumeration, detection and/or germs identification, in accordance with ISO norms. This is the first study in which a honey with Moroccan "PGI" was tested, in order to assess its compliance with bacteriological recommendations. Coliforms (Total and fecal Coliforms), Salmonella spp., Shigella spp., Sporus of Bacillus cereus and Clostridium perfringens were not detected. The numbers of Standard Plate Count "SPC" were less than 10 2 CFU.g -1 for all samples. The molds and yeasts were found among samples and 32% and 40% of samples were positive, respectively. However, no samples showed a higher value than recommended limit [10 2 CFU.g 
MATERIAL AND METHODS

Sampling
Thirty-seven (37) samples of honey "GPI" mono-floral Euphorbia resinifera were supplied directly by the beekeepers of the "PGI" area affiliated to U.C.A.T.AZ cooperative or working individually (Picture 2). Their distribution is indicated in Figure 1 . The samples had not been heated or pasteurized. The productions years of all samples were 2013 and 2014 ( 
Microbiological analysis.
Ten grams of each sample were mixed with 90mL of Buffered Peptone Water (Biokar) to prepare the initial dilution. This was used at the mother dilution for further serial dilution. For the detection of the presence of Salmonella, 25g of honey sample was homogenized in 225mL of peptone buffered water (Biokar), transferred to an Erlenmeyer flask and incubated at 35°C for 24h. After the incubation period, 1mL was added to a tube containing 10mL of tetra-thionate broth (Biolife). The Rappaport broth (Biokar) received 0.1mL from pre-enrichment and the tubes were incubated at 37°C and 41.5°C for 24h, respectively. After this period, a loopful of each selective broth was plated into Petri dishes containing xylose lysine desoxycholate agar (XLDBiolife) and CHRO-Magar (Rambach). After incubation for 24h at 37°C, five typical colonies from each agar plate were biochemically tested on TSI agar (Biokar) and API-20E (Biomerieux). The colonies were also serologically tested with polyvalent somatic and flagellar antisera (Probac).
 Mold and yeast counts (ISO Norm 21527-1, 2008):
Petri dishes prepared using a defined selective culture medium (Glucose Chloramphenicol AgarBiolife) are seeded. In the number of colonies expected, a specific amount of the initial suspension or decimal dilutions sample / suspension are used. Additional Petri dishes can be seeded in the same conditions; using dilutions decimal obtained from the initial suspension. Plates are incubated aerobically at 25°C for five days. Then, if necessary, the agar plates are allowed to stand in daylight for one to two days. Colonies/propagules are then counted, and if necessary (to distinguish yeast colonies of bacteria colonies), the identity of suspicious colonies is confirmed by examination under the binocular or microscope. The number of yeasts and molds per gram is calculated from the number of colonies/ propagules/germs obtained on Petri dishes selected to dilution ratios to obtain colonies that can be counted. Molds and yeasts are counted separately.
Statistical analysis
All determinations were made in triplicate and the data was processed using XLSTAT, 2015 software.
RESULTS AND DISCUSSION
Results of the microbiological analyzes are given in (Gomes et  al., 2010) . This variation of SPC values could be related to the type of sample, the age and the honey harvest time. In addition, these vegetative forms can be made by secondary contamination, which would also explain the high counts sometimes found in honey (Snowdon and Cliver, 1996).
Coliforms (TC and FC) are indicators of fecal contamination and poor hygienic processing conditions. In this study, TC and FC were not detected (level of quantification is 10CFU.g -1 ) and suggest a respect of good practices for extraction and processing of honey were followed. Our results corroborate with data found by In respect to safety, none of the 37 samples contained Salmonella and Shigella. The absence of these pathogens was expected since in addition to its antibacterial properties, honey has low water activity and a pH, which are not in favor to the development of such bacteria (Snowdon and Cliver, 1996; Alves et al., 2015; Matuella and Torres, 2000). In the same way, study of the microbiologic quality of honey samples produced in the surroundings of a large garbage dump in Brazil showed the absence of Salmonella. These results confirm the conclusion of Anses that the Salmonella survival duration in honey does not exceed one month (Anses, 2012). Abs  <10  <10  P2  340  <10  <10  <10   2   10  <10  Abs  Abs  <10  <10  P3  320  <10  <10  <10   2   70  90  Abs  Abs  <10  <10  P4  270  <10  <10  <10   2   20  <10  Abs  Abs  <10  <10  P5  250  <10  <10  <10   2   93  60  Abs  Abs  <10  <10  P6  60  <10  <10  <10   2   10  <10  Abs  Abs  <10  <10  P7  90  <10  <10  <10   2   <10  <10  Abs  Abs  <10  <10  P8  30  <10  <10  <10   2   <10  <10  Abs  Abs  <10  <10  P9  50  <10  <10  <10   2   30  10  Abs  Abs  <10  <10  P10  70  <10  <10  <10   2   30  10  Abs  Abs  <10  <10 P11  40  <10  <10  <10   2   <10  <10  Abs  Abs  <10  <10  P12  30  <10  <10  <10   2   <10  <10  Abs  Abs  <10  <10  P13  40  <10  <10  <10   2   <10  <10  Abs  Abs  <10  <10  P14  10  <10  <10  <10   2   <10  <10  Abs  Abs  <10  <10  P15  110  <10  <10  <10   2   20  20  Abs  Abs  <10  <10  P16  30  <10  <10  <10   2   10  <10  Abs  Abs  <10  <10  P17  80  <10  <10  <10   2   <10  <10  Abs  Abs  <10  <10  P18  20  <10  <10  <10   2   <10  <10  Abs  Abs  <10  <10  P19  30  <10  <10  <10   2   <10  <10  Abs  Abs  <10  <10  P20  70  <10  <10  <10   2   50  10  Abs  Abs  <10  <10  P21  60  <10  <10  <10   2   20  10  Abs  Abs  <10  <10  P22  40  <10  <10  <10   2   <10  <10  Abs  Abs  <10  <10  P23  120  <10  <10  <10   2   80  20  Abs  Abs  <10  <10  P24  10  <10  <10 (Fléché et al., 1997) . Furthermore, total most and yeast counts can vary greatly, typically between 0 and 10 5 CFU.g -1 , although high counts are not palatable because of the increased rate of fermentation and the honey is unlikely to pass quality control (changing the taste and the flavor of honey) (White, 1975) . From that point a view, a few hundred CFU.g -1 of yeast are more likely to be found in honey samples. Table 3 (Table 3) .
CONCLUSION
At the end of this study, it was observed that Euphorbia resinifera honey has an acceptable microbiological profile. In fact, none of the analyzed sample contained any microorganisms that have an impact on human health. Additionally, the low levels of microbial contamination associated to a very low rate of mold and yeast indicate that this honey does not undergo any significant degradation and, therefore, this product always keeps its commercial quality. However, it is has to be emphasized the importance of continuous monitoring throughout the honey processing, to ensure the marketing of a reliable food. It is also recommended for governments and producers, to ensure a continuous control and to set up specification conditions during storage (moderate temperatures, increased humidity, granulation of the honey and elevated yeast counts). Finally, standardization, by national and/or "PGI" specifications, of microbial contamination limits is very important to further improve the quality of honey, and ensure it sustainability over the years.
